Zn identification via anomalous scattering data collection. (A) The electron density map (2Fo -Fc map at 1 s) from the final round of refinement is shown with the final Zn(II)-SFPQ complex model. (B-C) Anomalous difference Fourier maps (|F + | -|F -|, contoured at 5 s) of the Zn(II)-SFPQ complex from the diffraction data collected at energies near the Zn(II) X-ray absorption edge: (B) 9760 eV (f"Zn = 3.77 e -) and (C) 9560 eV (f"Zn = 0.57 e -). Carbon atoms in chain A and chain B are colored in cyan and pink, respectively, while those from the neighboring dimer (symmetry operator, x, y, z -1) are shown in grey. Comparison of the Zn-SFPQ complex with the previously determined structures of the dimerization domain of human SFPQ (SFPQ-276-535) in the absence of Zn. (A) Zn-SFPQ complex (pdb code 6OWJ) with chain A in cyan and chain B in pink. The Zn ion is shown as black sphere. (B) Superposition of the Zn-SFPQ complex (6OWJ) and SFPQ-276-535 (4WII, chain A in blue and chain B in purple). (C) Superposition of the Zn-SFPQ complex (6OWJ) and SFPQ-276-535 (6NCQ, both monomers shown in grey, the dimer generated by the symmetry operator: -x -1, y, -z -1/2). (D) Superposition of the two chains in the Zn-SFPQ complex (6OWJ; with chain A in cyan and chain B in pink). The major differences are again localized in the distal CC domain due to the different contributions in the Zn coordination from the two chains. 5 Supplementary Figure S3
Supplementary Figure S4
Intermolecular distance comparison. (A) The coiled-coil mediated polymerization of SFPQ renders the intermolecular distance of 100Å shown in the crystal structure (SFPQ-276-598, PDB code 4WIJ) and in solution from the scattering data (1). (B) The intermolecular distance resulted from the Zn-induced polymerization of SFPQ (Zn-SFPQ-276-535, PDB code 6OWJ) in this study is reduced to 68 Å.
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Lee, M., Sadowska, A., Bekere, I., Ho, D., Gully, B.S., Lu, Y., Iyer, K.S., Trewhella, J., Fox, A.H. and Bond, C.S. (2015) The structure of human SFPQ reveals a coiledcoil mediated polymer essential for functional aggregation in gene regulation. 
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